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Description:
Background: preeclampsia is significantly more common in African American
women than Caucasians, even after adjusting for socio-economic risk factors. It is
also common in women who have had pre-eclampsia in their previous pregnancies,
indicating some genetic causation.

Hypothesis: APOL1 is highly expressed in placenta. It recently has been associated
with kidney disease in African Americans. We want to determine genetic variants in
APOL1 gene and study if they predispose to pre-eclampsia in this population.

Methods: We will recruit patients of pre-eclampsia as well as age, race, parity
matched healthy AA controls without pre-eclampsia. We will obtain saliva and/or
blood and extract their DNA. We will then genotype them with respect to APOL1
gene variants (sequencing as well as SNP genotyping with Taqman). We will look for
any association between the genetic variants and pre-eclampsia
Role of Medical Student: the medical student will be involved at all levels, and will
learn the basics of conducting translational research, and principles of genetics.
Funding: through division
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